. Excision termination in HeLa nuclear extracts as a function of nick-mismatch separation distance. Mismatch-provoked excision reactions ("Experimental Procedures") contained 5' G-T heteroduplex DNA (128, 494, or 808 bp nick-mismatch separation distance) and 50 µg of HeLa cell nuclear extract. After digestion with AseI, products were subjected to electrophoresis through alkaline agarose, transferred to a nylon membrane and probed with 32 Plabeled oligonucleotide V4634, which hybridizes to the discontinuous heteroduplex strand adjacent to the AseI site. Notations on the left indicate locations of the strand break in substrates with 128, 494, or 808 bp nick-mismatch separation distances, while those on the right correspond to size standards. Arrows indicate location of the G-T mismatch, which was the same in all heteroduplexes and 1,000 bp from the AseI site. The 5944 nucleotide species at the top of the gel results from ligation of the heteroduplex strand break, which renders the DNA inert as a substrate for mismatch-provoked excision. The procedure was as in panel A except that RPA and HMGB1, which were omitted during preincubation, were added 1 min after initiation of hydrolysis.
. Termination of excision by MutSα/EXOI in presence of MutLα --Reactions were done as described in the legend to Fig. 6 , except that both MutSα (400 fmol) and MutLα (280 fmol) were present during the pre-incubation stage. (A) RPA (900 fmol, left), HMGB1 (3.3 pmol, cemter) or both RPA and HMGB1 (900 fmol and 3.3 pmol, respectively; right) were included during pre-incubation prior to initiation of hydrolysis at time 0 with 21 fmol Exo1. (B) The procedure was as in panel A except that RPA and HMGB1, which were omitted during preincubation, were added 1 min after initiation of hydrolysis. 
